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01 LabGenomics - komnaHus 34paBOXpaHeHUs, cneymanmanpytollasica B

MeaULUUHCKOW OMarHoCTUKe

KayecTBO 34paBoOXpaHeHnNsa COBEPLLUEHCTBYETCA NOCPEeACTBOM MHHOBALIMOHHbIX
TEXHONOrMN MeanULMHCKOW AnarHoCTuku 6onee To4HbIM U 3P EKTUBHBLIM CMOCOOOM

LabGenomics

HenpeB3oiaeHHbIN B KpynHenwas ceTtb Peanusauns

MeOULMHCKON OnarHocTuke KITMEeHTOB ¢ bnbHULamu nepcoHannsMpoBaHHoN
MeauLMHbI

- Ne1 B Kopee Ha pbiHKe - Bonee yem 3000 6onbHUL 1 - PanHee onpepgeneHve n 6onee
MeOULMHCKON AMarHOCTUKM KIMUHKK, Bkntovas 200 mnnu TOYHas AnarHocTmka
- Pa3BuBaeT HoBble HanpaBneHus 6onee poansibHLIX JOMOB - Bknag ynyuyimnTh XM3Hb C MOMOLLbIO
B MEAMLMHCKON ANarHoCTyKe, - MexxgyHapogHasi ceTb npogax. BbICOKOKBaNMMULIMPOBAHHbIX YCyT
dPOKyCHpPYACb Ha MONEKYIIAPHOM U 20 otpeneHunn no scen Kopee 3[1paBoOXpaHeHuns

reHeT4eCckomM mccnegoBaHmmn




02 HapexHbii OBU3HEeC U MeAULMHCKasA CeTb

COpr,qHVI'-IeCTBO B nccrnegoBaHmNdax ¢ MUPpoOBbIMU KOMNaHUAMU 30paBoOOXpaHeHnA U OCHOBHbLIMU KITMHUKaMUM B Kopee

I Bu3Hec ceTb I MeauuuHcKas ceTb

genzyme
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03 Camasn bonbluasi KNMUEHTCKasA ceTb C 60NbHULAMKN (BHYTpPU
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04 MexpyHapogHasi ceTb
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EBpona CpenHasa Asus

OAD3, JluBaH,
Wopaaxus, Typuns

Wcnanusa, Utanus, Mpeuns

Asuns Kopesi

BbeTHam, TannaHa, Kutan Mo Bceli cTpaHe




O5 BwusHec mogenb

KnuHnyeckasa nabopartopus

- OunarHocTnyeckasi naGopatopust

Knuiuueckan MonekynapHasa agnarHocTuka
nadoparopus MaTonorus
[JnarHocTtuka Ha 6a3ze NGS
[uarHocTuka MomGuard (NIPT)
- EnfantGuard
Ha 6ase NGS . NobelGuard
- Cancer 4cast
- Cancer Scan
NGS cepBuc (uccnepgoBaHus un paspaboTku)
- CeKBEHMpOBaHWe BCEro reHoma
- UeneBoe N 3K30M CEKBEHNPOBaHMe
NGS cepBuc - PHK nocrneposaTtenbHOCTb
- nocrefoBaTeNbHOCTb ANUreHoma u
MeTareHoma
IVD (In-vitro guarHocTuka) NpoAyKThbl
IVD - MNUP Habopbl
NPoAyKTbl (LabGun/LabGScan cepun)

- OHK yun

PacwwnpeHne anarHocTnyeckmx NnpoaykToB u cepsuca Ha 6ase NGS ¢ BbICOKMM NOTEHLManom pocTa
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1. Kak 3T0 pabotaer
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01 NuHenka ycnyr NGS

I'lnnenka ycnyr NGS Ha npoTsKEHUN BCEN XKNU3HU

I'IepCOHan M3npoBaHHaA AnMarHoCTuKa 3/ioka4eCTBEHHbIX

obpasoBaHui HenHBa3nBHbIN BHYTPUYTPOOHbLIN TECT
cancer|SCAN] & MomGuard
remA [SCAN] _

TecT NPOrHO3MpPOBaHUA HACNEeACTBEHHbIX
3r10Ka4YeCcTBEHHbIX 06pa3oBaHUi — e

ANCER CQ.CAST

TecT HeoHaTanbHOM XpOMOCOMHOM abbepaumm
o o~ .
@ﬁEnfantGuard

NNYHBINA reHOMHBIN TECT Ha 3110KaYeCTBEHHbIE CKPUHUHI HacneaCTBeHHbIX 3abonesaHuit

obpa3oBaHus 1 3aboneBaHus — @ e  obmeHa BellecTB
»® GenoPAC™ Disease
L
6 GenoPAC™ cancer
o °
JINYHBIN rEeHOMHBLIN TeCT Ans pexnma nUTaHns J L DTC(Hanpsamyto k noTpebutento)
‘?’ GenoPAC™ Diet lMepcoHanbHOe reHoMHoe 06CnyXMBaHUe

%/ithGENE"
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2. Ycnyrn Ha 6a3e NGS

1) GenoPAC™ (nepcoHanusnpoBaHHasa AMarHOCTUKa 3J10KaueCBTEHHbIX 0bpa3BaHUN)
2) MomGuard™ (HenHBa3MBHble BHYTPUYTPOOHbIE TECTbl)

3) EnfantGuard™ (CKpUHUHI TeCT HOBOPOXKAEHHbIX)

4) BRCA 1,2 tecTbl

5) CancerSCAN™ (Tect Ha onpeaeneHus paka cCOMaTUUYECKNX MyTaLnn)

6) Cancer4Cast™ (TecT HacnheaCTBEHHOro paka)

7) IMS™ (TecTt HacnepcCTBeHHbIX 3aboneBaHUN 0bMeHa Bew,ecTB HOBOPOXKAEHHbIX NN

AeTen)



1) GenoPAC™ JIMYHbIW reHOMHbIU TECT Ha 3roKayeCcTBEeHHbIe
ob6pa3oBaHus 1 3aboneBaHus

RM“ SNP
GCARCS ' WHavBuAyanbHbIN
Km,.k e aHanus SNP
= : _—’/. Al e

\
|

1.YenoBek c ceMenHON UcTopuen

B cniy4ae ecnu 4neHbl ceMbUu 06eCMNOKOEHbI O BLICOKOM pUCKe 3abosrieBaHUsI pakoM Ui
HacneacTtBeHHbIM NyTeM, TO Bbl MOXeTe ObITb nportecTnpoBaHbl BMeCTe, y3HaeTe O PUCKaxX U
npeanpuMmUTe Kakme-nmbo AeucTBUs paHbLue.

2.lHgnBnayanbHoe cTpemMreHue ansi NpoBepKu 340poBbLSA

NMpoBepka 3400pOBbA B KIMHUKE 3TO TeCTUpPOBaHUE ANA AWNArHOCTUKU CyLLEeCTBYHOLWMUX
npo6nem B KpoBM nocpeactBomMm 3abopa kpoBu. GenoPAC TecTupoBaHuMeé aHanu3aupyeTt
HEeM3MEeHHbIe TeHbl C POXAeHUA ANnA npeaynpexaeHus paka unu saboneBaHUn, KOTopble
OObIYHO B 30He pMCKa, JaXe ecnu B AaHHbIM MOMEHT HeT 6ecnokoncTB. [Mo3aTomy 3aTo
Apyraa c¢opma npoBepkun 300pOBbA B CMbICNe MNOATBEPXAEHUA TeHeTU4YecKoro
300pPOBbSA , KOTOpPOE ObINO 3aN0XEeHO NPU POXOEHUN N He B HaCToOsILLee BPpeMsi.

3.Jlrobomn B 3auHTepecoBaHHbLIN B 3a00Te CBOEro 340poOBbA.

Ecnu Bbl 06eCnoKoeHbl BalnM 340poBbeM U xenaete 3chheKkTMBHO BeCTn CBOU o6pas3
XXU3HU, TO Bbl MOXETe UCMNONb30BaTb Ballu NEepPCOHANM3NpoBaHHbIe FreHeTUYEeCKue TeCTbl
Ansa hoKycnpoBKU Ha Hauboree ya3BUMbIX 06facTaX.

© LabGenomics



1) GenoPAC™ JIMYHbIN reHOMHbIN TECT Ha 3JI0KayeCTBeHHbIle
ob6pa3oBaHus n 3aboneBaHus

Egb-- )1 =2

Heob6xoammbiv ob6paseL:

LLle4HbIU MA30K 3o . COOP Avians
recra weyHoro » OTtnpaBka ) fena > Ortyer
ma3kKa

CnMCOK 3/10Ka4yecTBEeHHbIX 06pa3oBaHMM M 3a601€BaHUM

GenoPAC ana My>K4mH

3aboneBaHusa 15 BUOOE

Pak wmtoBmaHom xenesbl

Pak nuweBoga

Pak nevexu

Pak xenyaka
KonopekTtanbHbii pak

Pak mo4eBoro nysbips

Pak novek

Pak nerkux

Pak nogpxenyno4yHon xegesbl
Pak npoctathl

Pak anuek

MmnepToHns

AHeBpU3M Mo3ra
WHeynbT

UHdbapkT mmokapaa
MepuaTtenbHas apuTmMus
OxunpeHune
OcTteoaptput
Ocrteonopos

Ownabert Il Tna

AcTtma

XpoHunyeckoe 06CTPYKTMBHOE
3aboneBaHve nerkux

BbonesHb AnbLrerimepa
BbonesHb MNapknHcoHa

MurpeHb

Henpeccusa

GenoPAC anA KeHLWUH
Pak 12 TunoB

Pak wutoBuaHoOM xenesbl
Pak nuweBoaa

Pak neueHun

Pak >xxenygka
KonopektanbHbIn pak

Pak mo4eBoro nysbips

Pak no4ek

Pak nerkux

Pak nogpxenyao4Hom xeneabl
Pak rpyau

Pak an4HnkoB

OHOomMeTpuanbHbIi pak

3aboneBaHusa 15 BMooB

MnepToHns

AHeBpU3M Mo3ra
WHcynbT

WHdapkT Mnokapaa
MepuaTtenbHas apuTMus
OxunpeHune
OcteoapTtput
Ocreonopos

Owvabert Il Tna

AcTtma

XpoHunyeckoe 006CTpyKTUBHOE 3aboneBaHne
nerkmx

bonesHb AnbLrerimepa
BbonesHb MNapknHcoHa
MurpeHb

[enpeccus

© LabGenomics



GenoPAC™ JINYHbLIN reHOMHbIN TEeCT Ha 3N1I0KavYeCTBeHHbIe

ob6pa3oBaHus 1 3aboneBaHuns
OT4yeT No ob6pasuy

@ GenoPAC™ - @ GenoPAC™ B

1

- 2018-04-22 88013

. .
Cancer/Disease Report =3 N
= | o
[ Total / Cancer 11 + Disease 15] E y o
7 [ Institution TAKEUXIY Narme of Pationt XEWS Chart No.
Sample Sample Sample
M HAME S0 0 Sample OURII|RY sriution Sample
HHOYAIY Name of Doctor REHE e 2R ¥
PO LTS ZAAMCHAIXERS s of Fesient Disease Gene L Rt Yoo Resut "‘::‘
B pdrens BB O i Bladder Cancer C200ri187 A c cc |tewrsk| ogs
E=onh | HECTDA A G GG Low
ARSI} Ouality Ce S Risk 0.22
Cancer ALS2CR12 A G GG
DNA ZSRI2] DNA quality AN B2 Genotyping qualty WA TSR] Analysis quality
Lung TERT G A AA e
Pgss Pgss Poss Risk 057
Cancer BPTF A G GA i
Cerebral CDKN26-ASL T c 11 High
aneurysm Risk 1.
Disease Gene o] fat o Resur | Reltive it A 8 o)
Allele Alcie Allcle Risk v v
LOC101929163, BTNL2 T c c1 High
STAT4 G T GG Osteoarthritis Risk 145
Liver Migh ALDH1A2 c G GC
HLA-DRBL - LOC107885552 A G AA 5 201
Cancer - PROM16, LOC105378606 c T TC High
MTCO3P1 - LOC102725018 A G AG Migraine Sk 206
MEF2D c T TT
i LOC105370243 [ T GG
Pancreatic G High 176 F10 A T TT
cancer LINCO1354 - LOC105374880 (4 T cc s . Awerage
Obesmy MCaR C T TT Risk 084
Prostate CASCE, CCAT2 G T g€ Vigh 5 cLock A G AA
cancer RFXS T c TT Risk
Hipart uMoD A G Al
: ! 081
Jestis e 2 £ 2k ’,'t'.s_" 156 FGFS c T 17
cancer sk
e 8 5 a6 P PITX2 - MIR297 G A GA
csorfss A c cA 059
Colorectal SPSB4 G A GG
cancer MIRF £ L LS 118 Atrial ZFHX3 T c cT
A 122
CASCB, CoaT2 G T GG fibrillation PITX2 - MIR297 c T Te
Renal cell Seaet ] < £y i35 on KRTL8PS1 - HHIP-AS1 T c T
carcinoma LOC105369705 G A GG ’ 5 0.77
pulmonary disease FAM13A, LOC105377327 C T TT
Thyroid PTCSC3 - RNTSKP21 T c cc e T = = v T
cancer s Risk ik Asthma Rk 103
DIRES v € ¥ IKZF4 G T 16 =
Gastric FSCA T < cc Low o Ostetpraat WHSC1L2P - SOST T (4 TT
cancer Risk 0.76
PRKAAL c T TT FRET, A = o
Bladder cancer CASC11 T G GG |lewlek | o065
-
-3 Gernsic Testng Labcrakry: No. 232 inspestor : oumo,é» Laboratory Director: SYKIM. MO, Ph.D.
° cosa, | et Testng Laboratory: No. 232 wm:wmm,% Laboratory Director : SY KIM Mu.mugf °“'°"‘°"‘°'°°~"‘ Genetc Research Laboratory, No. 72 % 2 %
Lo ommames Genetic Research Laboratory: Na. 7.2 Analysis Officer : Hj HU PhD./adiede. Laboratory Officer : DY CHO Ph.D.“&f;

Analysis Officer : Hj HU Ph.D./edéa®:. Laboratory Officer : DY CHO Ph.D. A

wayclabgenomics.coke
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GenoPAC™ JIYHbLIN reHOMHbIN TEeCT Ha 3NTOKavYeCTBEeHHbIe

1) obpa3oBaHuA u 3aboneBaHuNA
OT1yeT No o6pasuy

@ GenoPAC™

| @ GenoPAC™
20160422 soe13

| 2018-04-22 88813

QIR KN Institution TAKEUXIS Naowe of Patient RUEME Chant No. IR Y Institution TAIRAXIY Name of Patient RIEWE Chart No.
Sample Sample Sample Sample Sample Sample
AU Resul
Disease Gene Risk Ret. Your Regur | Relathve
Asicle Ancie Ancle Rk
Thpoed cavcer
s ) C T C cT
Alz‘hemers iea
disease SORLL T c TT
Depressive CNTNS c T o p [ S p— Teda Camcir
i 032
disorder KsR2 A a GG
Diabetes LOC105375716, SLC30AB c T cT PP
i 3 067
mellitus type 2 Kenat c T e Risk
Myocardial AP3D1 - DOTLL [ A CA PP Skl rindi S G
g : S5 081
infarction pLOL2 A AG o
Parkinson's MCCCL G A GA ke
disease HLA-DRA G A AA Rk 0.64
Bcphard cavce Partradic
Cacn
fenad ol catincma Game Cav
e
Crtmwthatn ! Wipion
{ Fakorare's
Crascpoman E Sisaie
!
|
Concbed amourpim 2 Aadma

Sacke Oubenn malfits oype 2
Checeic cbazucive Onpvisive
pulmceary dasne drcnde

Cleauyy Aubume's
dinang

Shymchdih. Tafucian Arid Sbaitasce

& g , V— 5,
o i &mxmm’itzz Inspector : M) OH Ph Laboratory Deector : SYKIM MD, PhO. ° o Coai W:mm:;a]z} Inspector : MJ OH Laboratory Director : SYKIM MO, Ph.O. Jmlcs
Analysis Officer : HJ HU Ph.D.//efeed. Laboratory Officer : DY CHO Ph.D. Analysis Officer : Hj HU Ph.D./lde®. Laboratory Officer : mcuom

wawlabgenomica.coke



2) MomGuard™ (HenHBa3uBHbIe BHYTPUYTPOOHLIE TECTbI)

MpenoctaBnsAeT MHAMBMAYaNbHYIO OLEHKY ANA HanbGonee pacnpocTpaHeHHbIX
aHeynnovaumn nnoaa U 3aMeHsieT TPaAuLMOHHbIE TeCTbl, TeTPa CKPUHMHT, CKPUHUHT 1-ro
TprUMecTpa U UHTErPUPOBaHHbLIN CKPUHWHT.

3

MATERNAL
\ N\ BLOODSTREAM

e

> >

N
i
= Y/

XIDAX FETALDNA

Ce0600HbIe MoneKynbl [JHK mamepu u ambpuoHa npomekarom emecme 8
MamepUHCKOM KPO8OMOKe

doKyCcnpysACb Ha UHTEPECYIOLLIMX XPOMOCOMax B CBOOOAHbIX
monekynax OHK, nossonseT npoBoanTb 6onee rnybokuii aHanns u
B KOHEYHOM UTOre gaeT bonee TOYHble pe3ynbTaTbl.

IOns Hanbonee pacnpocTpaHeHHbIX XPOMOCOMHbIX OTKITOHEHUN:

e
N2 ;
- —

a
v nﬁ&)fv

Tpucomus 21, Tpucomus 18, Tpucomusn 13,

CvHapom [layHa Cuapom 3aBapaca CuHapom Matay o LGbGenomiCS



2) MomGuard™ (HemHBa3uBHbI€ BHYTPUYTPOOHLIE TeCThbl)

Tunbl TecTOB [NyHKTbI TECTOB

=T21/T18/T13

MomGuard™ Standard | = Nonosasg aHeynnovauns(cnHgpomsl TeépHepa,KnanHdenstepa
(13990) XXX) ¢ nonom ambpuroHa (*B crnyyae ¢ ABOMHSLLKaMW,

nosioBas aHeynnoMaus HeBO3MOXHa)

« T21/T18/ T 13 TonbKo.
MomGuard™ .

(13998) AXX)-criofiomambpmoHa——

= T21/T18/T13/T9/T16/T22

* [lonosas aHeynnouaunsa(cnHapomsl Te€pHepa,KnanHdenstepa
XXX) ¢ nonom ambpunoHa

= MukpoyganeHue (kpu-gy-yat, 1p36 geneuums,
vl eopra,AkobceHa,lMpagepa-Bunnu, AHrenbmana

MomGuard™
-Single (13996)

=T21/T18/T13/T9/T16/T22

MomGuard ™

“Twin (13997) AXX)cnononm-ambpriona

© LabGenomics



2) MomGuard™ (HemHBa3uBHbIe BHYTPUYTPOOHLIe

TeCTbl)
OT4yeT No o6pa3uy

2018Y O5M 13D
2018Y O5M 20D

20130810 Test Report 2018Y 05M 22D

MomGuard™ R MomGuard” E123456789

2018-08-13
Standard Test Report 2018Y 05M 23D
2018-08-16
| ) e / D70 PR
Department : / Organization : Sample
) Dactor: Patient - Sample
Doctor Patient : sample
Sample I0: ChartNo.:
Specimen : whaole blood Chart No.:
— DOB - 1975-06-05 Aldiress DO8: 1977.06.25
. | i AGEfGender: 40 /F
QR code Age/Gender: 43/F Oft code
N Number of Fetus Ultrzsonographic Finding
Nurrhber of Fabus Single Ultrasonographic i SINGLE
) ! Finding | Patient ~ Uirasound
Patnt  irasound son | __Gestationsl Age 15W4D Prenatal
Information  Gestational Age | low 1o Prenatal Biochernical Biochemical
Height/Weight 165 cm /55 ke Soreening findings Height/Weight 163 cm /83 kg screening findings
o Control [ Test Result
Quality Control f Test Result Quality !
m - ; - - Cell free DNA quality Sequenang quality Fetal fraction Standard Material Test result
Cell free DNA quality Sequencing guality Fetal fraction Standand Material Test result
Pass Pass Pass{15.28%) Pass Pass Pass Pass (12.06 % ) Pass
NTERPRETATION INTERPRETATION
Low Risk - The chance of the baby having a chromosomal abnarmality is very low. Trisomy 21 | Down Syndrome | : High Risk
Increased risk of Trisomy 21. Genetic counseling and confirmatory testing is required.
Chromosome Aneuploidies Chromosome Microdeletions
RESULT DETAILS Tested condition Result Risk Score Tested condition Result
Chromosome Ancuploidies Trisormy 21 (Down Syndrome) High Risk =3/10 Cri-du-chat Low Risk
ftems (Disease Type) Result Risk Scare Trisomy 18 (Edward Syndrome] Low Risk <1/12,300 1p36 deletion Low Risk
Trisomy 21 |Down Syndrome) Low Risk 1/12435 Trisomy 13 (PatauSyndrome) Low Risk <1f11,435 DiGeorge|22q11.2 deletion) Low Risk
R R Jacobsan Low Risk
Trisomy 18 (Edward Syndrome) Low Risk 1/38045 Trisomy § Low Risk «1/10,000 — -
- - Prader-Willi'angelman Low Risk
Trisomy 13 (Patau Syndroms) Low Risk 1/12737 Trisomy 18 Low Risk <1/10,000
Sex aneuploidy (m, X3y, 300 Low Risk 1/5557, Male Trisomy 22 Low Risk <1/10,000
Sex aneuploidy [mX, XXY, XXX Low Risk <1/10,000
=] Test Mathod MomGuard Performance Table
- CfONA i isolated from maternal blood and sequenced using Next Genaration Sensitivity Specificity
Sequencing (NG5 technology. Sequencing data is analyzed using in-houss Chromasome 21 GB.55% 96.94%
- bicinformatics pipeline to identify fetal aneuploidy in the tested chromosomes. Chromasome 18 1005 o0.05%
“EfDNA iz zolated from materrai sioc and reguenced using Next Geraration Sequending (NG5) iagy. e Table -This test provides a result only when a sample meats the quality threshold. Chromesome 13 100 9807
Sequencing deta Hyzen using in-nouse pipeline toidentify fatal aneunioidy in the tasten L Coverall PPY = 0,083 10,6298
Sansitivity e Test Pur & Limitation b = -
:::ﬂg;::uuu rezut only when 2 samgle mests the quality threshoic = P - Overall False Positive (FP) % = 0.103
] Test Purpase & Limitstion Chromesome 21 | 88.65% a8 -This test is a screening test for T24, T18, and T13 with the following options * Ouerall Falze Negative (FN) % = 0.009
“This testis 8 screening test far T21, T15, T13 and sax chramosome ansupioicy uncer the consent. af the Chromosome 16 oo i under the consent of the mother: additional chromosomal aneuploidies (T,
mother. Chromosome 13 100% £9.57% Ti6, T22], 3ex chromosome aneuploidy and selected microdelstion syndromes.
-Na anatysis for sex chromesome aneupdoidy is to be performed in se of twin.
- Thiz test is highly acourats, but not disgnostic. Therefore, if 8 confirmatory tast is reguired according to the - Oversll PPV = 0LES3Z, NPV=0.3353 - This test i highly accurate, but not diagnostic. Thersfore, # a confirmatory test
test result or the dinicad situation of the mather, an ammiocentesis or CVS should be performed. - Qversll False Positive [FP) % = 0.102 g

Oversll Falze Negstive (FN| % = 0,000 is required according to the test result or the dlinical situation of the mather, an
' e Negative (FN) % =0 amniocentesis or CVS should be performed.

- L -~ "N
P e Y
. - Inspectar : bl OH PhO. ' o Labeeutary Disscter © 5 KIM M.D, Ph.D.
©) Levcaromes co.ua Genetic Tesing Laboretory: No. 23 . prigg e e Qf Genale Testing Laborssaey: No 232 Inspector : MI OF PhDomtper  Laboratary Director: SYKIM MO, Plu.u.t‘~,
’ Genetic hesearch Laborstary: Ha. 7 o LmemOuies 0y . Qanalia Fasea ch Laboratory: N, 7:2 7
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3) EnfantGuard™ (CKpUHMHI TECT HOBOPOXAEHHbIX)

OueHb 3cpheKTUBHLbIE TeCTbl, KOTOPbIE MOTYT onpeAennUTb NPUCYTCTBUE XPOMOCOMHbBIX
aHOManumn cBfisaHHble C OTKITOHEHUSIMU B Pa3BUTUN HOBOPOXAEHHbIX.

pnpgniy
EEEEEE

CuHpowm [ayHa

CKpVIHVIHI' TEeCTbl HOBOPOXAEHHbIX aHaIIM3NPYKOT bonee 4yem 6 MnH. HYKITEOTUAOHbIX
nocnegoBaTefibHOCTEN, NO3BoONSAOLWME Bofiee TOYHO onpeaendrtb Mukpoagerneunn nnn
MukKpoayrJimkauunn B cneu,mcbmqecmx obnacTsx, CBA3aHHbIX C I'IpVI6J'IVI3V|TeJ'IbHO @
OTKITOHEHUAAMU PaA3BUTUSA.

O6wunn npouecc

@ % GeneBro®
© prio1HpOpMaTIIECKIE
aHa/M3bI

IocraBka
PpesynbTaToB

* CNABro®: EnfantGuard™ Bl platform ’

© LabGenomics



3) EnfantGuard™ (CKpWUHMHr TeCT HOBOPOXAEHHbIX)

v KTo HyXaaeTcsa B 3TOM?
: HoBopoOXaeHHbIe aeTun
. [leTn n B3pocnble xenawLwue 3HaTb 06 NX XPOMOCOMHbIX
OTKITOHEHUAX

: -

v MpeumyuiecTBa
. bbICcTpo 1 B6esonacHo
: Bbicokasa TOYHOCTb
. PaHHee BbigBNeHne u
ne4yeHve

© LabGenonmics



3) EnfantGuard™ (CKPMHUHI TeCT HOBOPOXAEHHbIX)
OT1yeT No o6pasuy

ElafantGuard [ @E“f‘“m“"‘rm ElafantGuard"" @);‘Enfanwuard“ 20

Sampling Date 208Y oM 01D

EnfantGuard?2.0 Test Report ey e o

EET we v ww w0
Report Date

2017 y Olp 03 p

MName of Organization Sample ID
SNU hospital

99990 Organization:  SNU hospital
Erin K Hameof Patien Amy Lee

Chromosome 1
N/A DOB/Gender:  2017.08.08/F

ChartHo: 13526

SampleTyp=  Capillary tube

QR code
Test Information

This test is @ screening test for chromesome abnormality with neonatal developmental disorder. This test is performed
using NG3 to analyze more than & million sequences.

This test is only for personal reference but not for clinical diagnosis. For abnormal result subject, appropriate genetic
counseling and a confirmation test are required.

Quality Control

DNA quality Sequencing quality Analysis Quality Control Result
Pass Fass Fass

Test Result High Risk

chr17-14125001-15775000, 1.65 Mb, deletion
Micro-deletion of ct yme 17 was found, related with 17p12 deficiency syndrome.

Description

- This test is 3 screening test for chic EL with neonatal

- This test cannot be used to detect other chromosomal defects|balanced translocation, inversion,
Comment point mutation, low level mosaicism, etc ).
- Possibility of other genetic alterations that are not included in this test can not beruled out.

- This test provides the results only if it satisfies the specified gualitystandards.




4) BRCA 1,2 TecTbl

MaHenb Ha 6a3e NGS

I Puck paka npun mytaumm BRCA1L,2 I BbicokoHaaexHas nocnegoBaTeribHOCTbL aHanm3a

100 - AHaNM3bl B COOTBETCTBMU C YKA3aHNAMMU
] Pak rpyau ACMG

- AHaNM3bl, OCHOBAHHbIE HA HAAEXHOM
nybanyHon 6ase gaHHbIX M 0BLWNpPHOMN
BHYTPMOpPraHM3auMoHHON 6a3e AaHHbIX
-AHa1n3 0630PHON AOCKM COCTOALLEN U3
3KCNepTbIX OLLEHOK

- BHyTpHopraHmnsauymoHHaa JIMMC cuctema

80 1
. PaK An4HMKOB

BRCA1 BRCA2 O6wasa nonynauns Cpok
Tect O6bpasey, | Metop Tecta
BbINO/HEHUA
LlenbHasn MNUP &
BRCA1,2 kpoBb 3 Ml NGS 4 Hepenu

© LabGenonmics



4) BRCA 1,2 TecTbl

[MonHble KogupyroLwme reHbl 06nacTu, a Takke Bce priaHkupyrowme Hekogmpyowme
obnactu, Bknovasa £ 25 6a3osbix nap, reHoB BRCA1 n BRCA2, aHannsnpytoT ¢ NOMOLLbIO
TexHonorum NGS (cekBeHMpoBaHME crneayroLero noKoieHus).

OkcTpakuma OHK
-EDTA kpoBb

NaGopaTtopHas
noaroToBKa
- OHK cpe3

- - Uupekcauuna agantopa
- Mpe-amnnudmkaumsa
- TMbpugnsauma v 3axear
- MocT-amnnudpukaumsa

UHoe TpebGoBaHue
-BHyTpuopraHmsaumoHHas
6a3a gaHHbIX

. CekBaHupoBaHue
-ABTOMaTU3NPOBaHHbLIN -TapreTuposanue NGS
aHanus - Fny6okoe

CeKBMHUpOBaHue

Xpomocoma

U3o6paxeHue 1:
BRCA1 1 BRCA2 reHbl B COOTBETCTBYHLLMX XPOMOCOMAX

© LabGenomics



4) BRCA 1,2 TecTbl

O14yeT No ob6pasuy

1/3 page

BRCA1/BRCA2 i

Receipt Date

GENETIC TEST REPORT ...... o...

(oo N (T

Hame SAMPLE Specimen #
Address Specimen Type

MName SAMPLE Mame

Contact Info ?Ga::“j i?irﬁ.

Clinical comment Medical Chart #

SUMMARY RESULT

[A p|Plathogenic variant[ | s] [was|were] detected in the [BRCA2 gene|
BRCA1 gene|BRCA1 and BRCA2 genes]

[vus]
¥ variant[s] of uncertain significance (WUS) [was|were] detected.

[Comment]

This variant[s] [islare] clinically significant and [is|are] associated with an increased
cancer risk. In this case, genetic counseling and a BRCA1,2 genetic test of your family
mambers are recommend. This result doss not mean that you have a diagnosis of
cancer or that you will definitely develop cancer in your lifetime. Your actual risk may be
different based on other genetic and non—genetic factors.

LabGenamics Director of NGS Laboratory: Laboratory Medical Director:
Clinical Laboratories Mijin Oh PhD. Dong Hee Seo M.D.
Institution rumber : 41355709

2/3 page
BRCA1/BRCA2 Feecen oot
Receipt Date
GENETIC TEST REPORT ..... ....
[Pathogenic variant]
Gene Classification  |Zygosity  |Variant Detected |Amino Acid Change [dbSNP
BRCA2 Pathogenic Hetero c.5074G>C p.ASp1E92His rs80187739

A pathogenic variant {[homozygous | heterozygous] c XXX (pOooKXXXxx)) was detected in the
[exon X| intron] of the BRCA2 gene ([NM_000059 | NM_007294]).

This [nonsense | misssense | silent | insertion | deletion | framshift] mutation has been previously
reported [once|twice | X times] in our database before (NM_00XXXX). Variants detected within each
gene are reported and classified according to our internal criteria with reference to ACMG guidelines

[VUs]

Gene Classification  |Zygosity  [Variant Detected |Amino Acid Change |dbSNP
BRCAZ vus Hetero c.290>A p.ThrlOLys rs1057519494

K VUS (BRCAX c 300000 (pGod000m); BROAX c 0000 (pXod00mx) ) with unknown relationship with
disease [was|were] detected

In addition, X benign variant[s] which [has|have] no impact on health [was|were] detected in the [BRCA1
gene | BRCAZ gene| BRCAL,Z genes].

LabGenomics 700 Deewangpangyo-ro, Korea Bio Park Bldg. 6F-B, Bundang-gu,
Clinical Laboratories Seongnam-si, Gyeonggi-do 463-400, Republic of Korea

-
Institution number : 31359709 Tel: #82-31-628-0702 Fax: +82-31-628-0701 e-mail: info@labgenomics.com }nomlcs




CancerSCAN™ (TecT Ha onpepneneHus paka
COMaTU4YeCKMX MyTauumn)

- MpepocTasnseT cBA3aHHbIe C PAKOM reHeTUYeCKue Bapuaumm ¢ BbiICOKOM TOYHOCTbIO C UCNO/Ib30BaHMEM
TexHonornmn NGS

- NoaTBep)KAaaeT pasannuHble reHeTUYECKUE Bapuauumm cpasy ¢ HebonbwMm KoamyecTtBom obpasua naumeHTa
- MpepocraBnaerca yenesaa MHPopmaumua 0 NPOTUBOPAKOBbLIX Npenapartax

I PaKoBble reHbl 1 Lenesble areHTbl I MepcoHanusmnpoBaHHOe NevyeHne paKa Ha 6ase NGS
Gene Drug * [epcoHanuanpoBaHHOE aHTU-PAKOBOE fieYeHue
Glioblastoma nocpeAcTBOM aHanusa reHeTU4ecKon MHopmaLmm
BRAKIDH, W2 o nayueHTa
Crizotinib,
ALK . * PaspaboTaTb peKoMeHpauum no feYeHuto paka,
Ceritinib
...................................................... npoaHanu3upoBaB 77 reHoB (ypoBeHb 1) unu 375
" B Gefitinib reHoB (ypoBeHb 2) B KayecTBe bMoMapKkepoB
‘ : ng cancer Erlotinib
o KL MLKCOME DR EGFR " atatinib
Breast cancen—Coc | | |/ EGFRERBB2,FGFRI,KRAS, . o ¢ OnTuMu3npoBaH Ana xapakrepuctuku SNV,
AKTL AR ERBBZIESR 1) (3 S35 H;gﬁ‘%%'fmméowb Osimertinib .
FGFR, PGR, PTEN, BIK3cA "I || | s Indels, CNV 1 BbIGpaHHbIX CAIUSIHUA reHOB Mo
HopatocolularcpnceriTessssery | \ | MapKepHLIM reHam, CBA3aHHbLIX C ONYXObIo.
. N\ P ‘ astric cancer Dabrafenib
Pancreatic cancer — ’j BRAF\ERBBZ, KIT, PDGFR o
e S.M o & | BRAF Trametinib, . CoTpyaHU4ecTBO C MEANLIMHCKUM LIEHTPOM
Renal cell circinoy £ @ Vemurafenib Samsung B obnacTtu uccnegoBaHuin u paspaboTok,
’ _j/ R e | e crnoHcupyemoe npaesuTenscTsom Kopen
PIK3C4, PTEN, SMAD4 .
fin caigst s 0D KRAg Cetuximab, * MpuMeHeHO U NoATBepPXAEHO ANns Gonee Yem
<& 4 - i y
PIKICH, © Panitumumab 7000 nauneHTOB C MaccMBHOI onyxonbto B Kopee
Mel Trastuzumab
- BRAF, CTNNB 1, GNA 11, GNA ERBB2 Lapatinib
il S * Ne?ati nib
BCRABL, FLT3, JAK2

© LabGenomics



5) CancerSCAN™ (TecT Ha onpeaeneHus paka
COMaTU4YeCKNX MyTaLUMn)

Mpumep oTYeTa CKAHUPOBAHMSA paka

@P33JWI‘-IHbIe dHHOTauunuun

ﬂeKapCTBa C KNMHMUYECKOM 3HAYMMOCTbIO

o CymmapHbin oTyeT OnucaHue aHHOTaUMiA

e PekomeHaaumMoHHaa MHbopmaumsa
cancer [ SCAN] T Aat dopmau

HHHHYA 2017-09-18

o
X S JononHutenbHbIM OTHET
CancerSCAN Level.2 2AHZ 2 DAl e R s
N ~neer[SCAN] s -
# W 2017-06-25 CNANCER wHusve 36651
Humay  2017-10-18 N
NS U UBAN Sampi Information AClineal vpinkon | 421718 U HAKEUXE 2 Hosgstal b Patent Ifosmation
I 8 u‘ % iy | izt o RPRY vatitivon ZAKHAKIE Name of Patient RNET Chart e,
TRA/EE 1o
ot | cimem
L -
HEAE O
. (313) -
Tumor purity: 80" N =
Tumor . 50% | wscrsmen cancer | SCAN] ETEEED w0 -
walNpA: Adenocarcinoma BAHY Do -
v | vovas .
T p——— Hmee o e
CancerSCAN
Nt HER2 Sequeeciog quity B PSR Anwysis quaity
MUTATION Cetunman Res:stant
PASS(>030: 94.52%) PASS(PR score: 100.0) P -
TION artumuman Rosstant
B.Variant Annotation (Description)
Colorectal Cancer 2 MUTATION Bevacizumab Roveant L
EXON 2 MUTATION Cetuimab Rozsiart
Annotated Variants
. arzo13 Cetusimab Resatant
Positive (Tumour variants found) it
Varare lass' TCGAKe MSKIMPACT foc WUTATION Coturimat Semive Necic -
KRAS G120 Alele Freq: 35.97% (Ref / Al « 689 / 387) 1 1.45% (1057,225)  4.08% (444/10,945) of EOFR. 4 tew
FBXW7  RSOSC Alolo Frog: 6167% (Ret (AR« 380/686) 2 0.A%(77.226)  0.22%(2410945) MUTATION e e QuItoA )i Sages,
sy RaTH Aol Froq 69.7% (Ref/At=170/391) 3 O76%(E57.225)  125% 13710945) EXON 2 MUTATION EGFR Inhitor Roseiart s
SN ERATTAON e ol R, 0, oo, PHO 4G5
Dy u
Negative  (Tumour vasiants not found EXON 2 MUTATION Regoratenit Sensitve
BncA2 Wid Typs 1580x cwoorscl”l u::‘n'u 320 MUTATION PO9HTESS na nio 104 My 34,2013, e U3, e
EGFR m:w- g Kmvm Vl'llm-l 2 EXON 2MUTATION | Seiumetiab (AZD6244) Somtive P——
Yoo T 124
ERBE2 Wi Type 6130 MUTATION Seumetnib (AZDE244) Semitve Class 2:L
nArs Wi Type 10126 Rt Sequt of 1. 2013, Cin, Oncal. PAAD 23816960
a1 Prognous 0o
Grn (Prognasis Better Ouicome 9
Noramat Got Lung 3 pry R utatons (n 308)wes 12. mcrshsfor st o 6.9 month o chemoienpy (HR,0.47, 95% C1. 0.4 0 0.5 P = 0001)
R Yang ot al, 2012, Lancer Onc. PMI 22450895
. e MUTATION Setumetnt [AZDE244) Resstant (LUX-Lung 2): & phase 2 ral
000k e A N 4008 Qpws. eve e moone wTATION Proctuconcg o L
Acute Loskomia a a1 y Postve ol
utatons dseton 19x
Endinsael Oarci 4 MUTATION Ridatoroimus Semitve
Rl W ot . 2014, Lance Oncel. PAUD 24429805
MUTATION Temsirolmus Serst '
LabGenomics. Qll‘n Al ¥y Bag I SNEED  ENM MY U e an apen abe,
Cinical Laboratories. 3 AP 00 320N BB ARG =80 PO LA Hegatocsluty Cartinoma “ MUTATION Retametnio Sarnioe
SN e | T 60 10 TAXGD 60 AT BAB MO, 2, o e g
s i o | e o el s
Aol o " s P xdon s P W (1.0 vs. 5.6 montw). $1.2808 % del 19: 30377 %
LoutSike: 108115 % Unzamron
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5) CancerSCAN™ (TecT Ha onpeaeneHus paka
COMaTU4YeCKNX MyTaLuMn)

Mpumep oT4eTa CKAHUPOBAHMA paKa

CyMmMapHbIu oTyeT

= PaK : KosiopeKTasbHblif pak

= O6pasey, : FFPE

s )
CETELT
cancer [SCAN] v
CancerSCAN Level.2 ZAIZ AR IA :
- 20
- 20
[ owes 4 4 i LR L J M gt -]
T FFPE
naswn
Rape. L e ]
nnnnn
[————
et "
amsn: Adenscacion -
s
A e
In
!
gt ol
rarw e
8 ~
Negativ
——cas CancerSCAN Variants : 29
- e ~Annotaied Varants : 3
pooiad oy L - Known Varias : 2
cases . « Novel Variams - 24
oAl

© LabGenomics




CancerSCAN™ (TecT Ha onpeneneHus paka
5) comaTUueCcKux MyTaLuun)

I'Ipwmep oT4yeTa CKaHUPOBaHUA paKa

Pa3nuyHble aHHOTauuu (B Tabnuue)

J
© LabGenomics



5) CancerSCAN™ (TecTt Ha onpeaeneHus paka
COMaTU4YeCKNX MyTaLUMn)

Opo6peHo HaumoHanbHoU Mporpammoit KomneHcauum cpeacTs aHaM3a 3/10KavyecTBeHHbIX 06pa3oBaHui
" NGS-naHenu
" 0pobpenune KFDA gna CancerSCAN™ CDx komnaeKrta (NpoucxoamuT B HacTosLlee Bpems)

I HauunoHanbHaa Mporpamma KomneHcayuu cpep.CTBI KomnnekTt CancerSCAN CDx (KFDA)

A LabGenomics
Konkuk cANncer |[SCAN|
Hospital ” \ >
= b HBI RS CDx kit Components Software
ERATIAH A DCU tEaue
e, ‘5%.4.‘-': DAEGU CATHOLIC UNIVERSITY
Ky—/. - Gene Variant Disease Drug
Qe voncaunveRsTYHOSPTAL - ALK Fusion NSCLC Crizotinib
Erlotinib
EGFR E19del, L858R NSCLC Gefitinib
Afatinib
oo, s L e
s EGFR  T790M NSCLC Osimertinib
ERBB2 Amp Breast cancer Trastuzumab

B npeaenax cTpaHbl 5 KPYNHbIX YYAaCTHUKOB
OueHb MHOro 3aboneBaHuit U meguKameHToB byaet gobasneHo

© LabGenomics



6 Cancer4Cast™ (TecTt Ha yHacnenoBaHHble
3/10Ka4YyecTBeHHble 0bpa3oBaHuUSA)

Pa3spaboTaHbl ansa aHanusa 36 reHoB CBA3aHHbIX C PAKOM MOJIOYHOM XeJle3bl, ANYHUKOB, TOJICTOU KULLKMU,
3HAOMETpPUSA, MeflaHOMbI, NOAXKEeNYAO0YHON Xerne3bl, Xeflyaka, npeacratesibHOM XXenes3bl U JIerknx.

APC, ATM, BARD1, BMPR1A, BRCAL, BRCA2, BRIP1, CDH1, CDK4, CDKN2A,
CHEK2, EPCAM, MLH1, MRE11A, MSH2, MSH6, MUTYH, NBN, PALB2, PMS2, PTEN,
RADS50, RAD51C, RADS51D, SMAD4, STK11, TP53, VHL etc.

10-15%
HacneacTBeHHble S ‘

5-15% cemMelHble ©0e

70-80% crnyyanHole eee

HacnencrteBeHHbIN pak Bbi3BaH HAcneaCcTBEHHOW reHETUYECKON MyTaLunen.

TunnyHoO HabnNaaTb NOBTOPAOLWMECS NATTEPHLI paka y ABYX-TPEX NOKOSIEHUI - Hanpumep,
Yy HECKOMbKMX JII0AEeN ¢ AMarHo3oM O4HOro U TOro Xe Tuna (oB) paka un y nogemn ¢
AMarHo30M pak HaMHOro MOJSI0Xe cpedHero.

1)Tung N, Battelli C, Allen B, et al. YacTtoTa myTauuii y niogei ¢ pakom MOMOYHbIX xenes oTHocswmecs kK BRCAL n BRCA2 tectupoBaHuio ncrnonb3yst NGS TexHonoruo
C naHenbto 25-reHoB. Pak. AnBapb 2015;121(1):25-33.

© LabGenomics




6) Cancer4Cast™ (TecT Ha yHacnenoBaHHble
3N10Ka4YyecTBeHHble 0Opa3oBaHuUSA)

MaHenb NpeapacnonoXXeHHOCTU K paky Ha 6a3e NGS CANCER Cé.CAST

ICancer4Castm He NponycKaeT yrpo>karoLwmnin BapuaHT IBbICOKOHa.EI,e)KHaﬂ nocneaoBaTeNibHOCTb aHanu3a

36 npeacKkasyemMbiX paKoBbIX MyTaLI,VIi;I reHoB MoryTt

6bITb NPOCKaHUPOBaHbI Cpasy

Pak Mono4HbIx
xenes

Pak sn4yHukoB

ATM, BARD1, BRCA1, BRCA2, BRIP1, CDH1,
CHEK2, MLH1, MRE11A, MSH2, NBN, TP53,
NF1, PALB2, PTEN, RAD50, RAD51C,
RAD51D, STK11

Pak Toncton

APC, BMPR1A, CDK4, CDKN2A, EPCAM,
MEN1, MSH6, MUTYH, PMS2, POLD1, POLE,

KULLIKN
RET, SDHC, SDHD, SMAD4, VHL,SDHB
- [1Boe unun bonee niogen ¢ pakom B CEMbE
KananpaT B - AnarHocTtuka paka go Hactynnenus 40 net
naumeHTsl - MauneHTbl C HECKONBbKMMUY BUOaMn paka B
cemMbe
- NporHo3npoBaHMe pucka BO3HUKHOBEHMWS paka
MNpenmyliectsa . MpoBoanTb ynpexaatoLme AenNCcTBUs no

OTHOLUEHNIO K PUCKY BO3HUKHOBEHUA paka

- AHann3bl B COOTBETCTBUM C YKa3aHUSIMU
ACMG

- AHann3bl, OCHOBaHHble Ha 6a3e JaHHbIX
reHeTUYECKNX OTKIOHEHU N 3aboreBaHNn
Taknx kak Clinvar, KMD n 1.A4.

- AHann3 o630pHON JOCKN COCTOSALLEN U3
9KCnepTHbIX oueHOK JlabopaTopHon
MeanUnHbI, MonekynapHOnU reHeTUKN U
BuonHpopmaTukn.,

- BHyTpropranusaumonHas JIMMC
o630pHasa cucrema

- ACMG: CmaHOapmbi U yka3aHusi UHmepnpemayull 6apuaHmos CekeeHuposaHusi. ['eHemuka 8
meduyuHe 2015

- Clinvar: (NCBI) ezeHemuyeckas 6a3a daHHbIX

- KMD: ba3a 0aHHbIx 2eHemuyeckux omknoHeHul Kopeu u3 Kopelickoeo HayuoHanbHo20
Memumyma 30oposes, Opearu3sayus pedkux 3abonesaHull

© LabGenomics



Cancer4Cast™ (TecT Ha yHacnegoBaHHbIe
6) anokauecTBeHHbIE obpa3oBaHuA)

p Registration No. 20180405-99931
- Date Sample Collected 04/05 /2018
CANCER ké- CAS I Date Sample Received 04/05 /2018
Date of Test 0405 /2018
Hes‘."ts Date of Report 04/10/ 2018 /\ R
A C AOT MBEESUAOINOR 2017111193990
0 Specimen i ion and dinical i i 8 (O i P R T CI‘\NCI.R ké- CAST

Cancer4Cast otuer

< sample specimen: EDTA W/B organization:  Sample —
CYMMa PHbIU OTHET Madica Dgariment: P
Mecical Record: Physician
¢ o charthio: Test information
Patient:  Sample [36genes ]

Family History:
o8 (VY/MMIDD): 73/01/01 APC, ATM, BARD1, BMPR1A, BRCAL, BRCA2, BRIP1, CDH1, CDK4, CDKN2A, CHEK2, EPCAM’,

MEN1, MLH1, MRE11A, MSH2, MSHE, MUTYH, NBN, NF1, PALEZ, PMS2, POLD1, POLE, PTEN,
e Pa3l'| UYHbIe aHHOTa U.M n Age /Gender 45 / Male RADS0, RAD51C, RAD51D, RET, SDHE, SDHC, SDHD, SMAD4, STK11, TPS3, VHL

"EPCAM: Deletion/Duplication analysis is included

[Limitations of the test]
The CanceraCast test aims to detect pathogenic mutations in the coding regions and adjacent regions of the
e Result of Quality Control genes specified above. Some exon segments {exon 8 and exons 11-15) of PMS2 with homologous genes were
~ excluded in the analysis. No genetic as aneuploidy, i d
®yHKLMA reHa ¢ myTaumen r—— — per— inversion e detected b the methadof thi e, s tere . chromosamal aberratan (meseidm), the
test result may not be accurate.

YKazaHua yxopaa 3a 34,0p0BbeM, OCHOBbIBaACb Pass Pass Pass Due to the technical limitations of the method used in this test, it is impossible to
‘exclude the possibility of pathogenic mutations being undetected. The risk of each individual variation may vary

Ha PUCKe BO3HMKHOBEHMA paKa [Result] depending on the type of mutation and family history. The risk of 2 detected mutation is a quoted value from,

therefore may have ethnical

differences.

Classification and interpretation of all variations provided by this test is based on scientific information at the
Mo pathogenic variants were detected. tme of on of this report, C N hange if L
there is a change in the dlassification of the mutation in the future, you will be notified threugh your doctor.
Even if no pathogenic variations were identified from thistest, it does not guarantee current or future heafth,
because cancer may be caused by other factors such as age, environment and lifestyle.

[Reference]
TN TES ’ﬁ'

C.ANCER fé-m-r CANCER LQ-CAST AMTEE ,inv:;mtmm: cons of ci Lanrum, Meissa L, =t s, Nuciei scis research

2. | Bethesda
National Library of Medicine. (dbSNP Buiid ID-150).
3

anrew o -l

[ —— r— R evolution.Stenson, Peter D, et a. Current protocols n bicinformatics 2012)-1-13.
4 Copyright, , Seatte. 18822014,
Accessed June 2,2017.
§. LabGenomics in-house variantdatabase
6. i i i 2016 Update. Du Johan T, etal. Human
mutation37.6 (2016): 564568,
7. Standards and puidsiines for the imerpretation of seqUENCE VaRiants: 3 [Gint consancus recommsndation of the.
Z 5l A1 result means American College of Medical Genetics (ACMG) and Genomics and the Associstion for Molecular Pathoicgy. Richards,
Ml 2 Z 1} detailed result [BRCA 27T} 7151 Sue, et al. Genetics in medicine (2015} 405-424.
bl s el )
[Pathogenic variant] BRCAZ RAETHS MEJ UL B2 438U SHEs IS USO2K SUWSS UAGE o= Ovarian Version 22017, hep:f s neen org
S DEEGl TOELCHL O SUES ¢24F DNAS =78 % B30 ABHS RIUSG=H S28 s
[Gene | classificari |zygosity  [variant Detected [Amino Acid Change [dbSNP | wers BUC M CE 2=70 BES EE5 D U0 wSH B0 22 U0, BRCAT B g Lordon 1207 b e cnorg I,
i T SSH0[3 WHGHH SEE0| SHEH HS0IN ¥HU BE 0§ Jlm0 mosl eds S e in
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6) Cancer4Cast™ (TecT Ha yHacnegoBaHHble
3N10Ka4YyecTBeHHble 0Opa3oBaHuUSA)

000
Komy cnepyet o6patutb BHUMmaHue Ha CANCER 4CAST™ Y! \?

v Ecam ecTb nogo3peHune Ha HaceaCTBEHHbIN paK

- B cembe unmn poacTBEHHUKN MMEIOT YHACcNeA0BaHHbIM paKk (Pak MONOUYHbIX XKene3/ANYHUKOB/KONOPEKTabHbIN pak)
- B cembe nnm poAcTBEHHMKN MMEIOT PaK B paHHEM BO3pacTe

v'ECNu Bbl XOTUTE npoiflm TOYHOE reHeTtn4yeckoe ncciegosaHume Ha 3/10Ka4yeCTtBeHHblIe 06pa303aHm|

v'EC/1 Bbl XOTUTE peryiapHO NPOBEPATb Balle 340p0Bbe, NPUAEPIKMBAACL PEKOMEHA0BaHHbIX MPOBEPOK U
a[4anTUPOBaHHbIX U3MEpPEeHU ANA CHUXKEHUA PUCKa Pa3BUTUA paKa

YKa3zaHuWA K TeCTUPOBAHUIO I () () Y
@9
(o)

- Obpaseu: 3abop KpoBu B NpobupKy c EDTA, 3 mn m-l-(.
- MeTtopa: CekBeHupoBaHue cneaytowero nokoneHna(NGS)+

Ocoban pakoBas naHesb

- Bpemsa BbinonHeHusA: 3 Heaenun

- CtpaxoBaHue aoctynHo B Kopee (4-598-17} / CB00100B ) v I ;
. Cancer Sa:ve
Predisposition m Lives
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7) IMS™ (TecT HacneacTBeHHbIX 3aboneBaHn obmMmeHa
BellecTB)

OuyeHb 3 EKTMBHbLIN TECT, KOTOPLIN MOXET OOHAPYKUTb HANN4YMEe XPOMOCOMHbIX OTKITOHEHWUI, CBSA3aHHbIX C

HacreacTBeHHbIM HapyLleHneM obMmeHa BeLecTB HOBOPOXKaAeHHOoro/pebeHka.

TectmnpoBaHue IMS nossonsieT bonee To4HO onpeaennTb 21 HacneacTBeHHoe 3aboneBaHne obMeHa BELLECTB,
yKa3aHHbIX HUXeE.

No 3abonesaHune FeHb
1 Bonesnb lNowe GBA
2 BonesHb ®abpu GLA
3 bonesHb Momne GAA
4 bonesHb XaHTepa IDS
5 Cungpom lypnepa IDUA
6 CuHgpom Candwumamnno tmn A SGSH
7 CuHgpom Candbuannno tvn B NAGLU
3 CuHgpom CaHdunamnno tvn C HGSNAT
9 CuHgpom CaHduamnno tvn D GNS
10 CuHapom Mopkmo tin A GALNS
11 CuHapom Mopkumo Tvn B GLB1
12 CvHgpom MapoTo-/lamu ARSB
13 CuHgpom Cnas GUSB
14 3aboneBaHune YnacoHa ATP7B
15 bonesHb HakonneHua rankoreHa Tmn [-A G6PC
16 BonesHb HakonieHus ravkoreHa Tvn I-B SLC37A4
17 bonesHb HakonneHusa ravkoreHa tun I AGL
18 bosie3Hb HakonaeHusa ramkoreHa tmn IV GBE1
19 BonesHb HakonneHus ravkoreHa tmn V PYGM
20 BonesHb HakoneHma ravkoreHa Tvn VI PYGL
21 bosnesHb HakonneHua ranmkoreHa Tin VII PEKM
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7) IMS™ (TecT HacneacTBeHHLIX 3aboneBaHNi obmeHa
BellecTB)

v KTo HyXaaeTcsl B 3TOM?
. HoBopoOXaeHHbIe aeTun
. [letn n B3pocnble xenawuwue 3HaTb 06 NX OTKIOHEHUSIX
obmeHa BellecTB

v MpeumyuiecTBa
. bbICcTpo 1 B6esonacHo
: Bbicokasa TOYHOCTb
. PaHHee BbigBNeHne u
ne4yeHve



/) IMS™ (TecT HacneacTBeHHbIX 3aboneBaHun obmeHa BeLLeCcTB)
OT4yeT no o6pasuy

IMS Test Report

Inherited Metabolic disease Screening Test

Regjstration Mo, 20181227-99330

IMS Test Report

. - . Registration No. 20181227-39990
Inherited Metabolic disease Screening Test SRR

Receipt Date  2018-12-27
Analysis Date  2018-12-37
Report Date  2019-01-21 = A Test Ms 12345
@ Specimen information & Clinical opinion O Organizaticn & Patient information Disease Type Disease e Result Dedaration
R Blood Organization: A} Test Gaucher's disease GBA Mot detected Mormal
Patient: T=A/ HEM Fabry's disease GLA Not detected Normal
" CHC} O
Specimen . 2018-12-27 Chert No. CES Pompe's disease GAA Mot detected MNormal
callection date DoE: 12345
Hurler syndrome IDUA Mot detected MNormal
Age/Gender: IMS bl
Clinical opinion: &9 Department:  2010-05-04 Hunter's syndrome oS Not detected Normal
Doctor: a/Mm Sanfilippo syndrome A SGSH Not detected Narmal
it histore: = . LA = AWE GI4-1HIX
Familylhlstory:  ZHF=S feldress: 5;01;()?;3]—353?6 axl Lysosomal storage diserders | Sanfilippo syndrome B MNAGLU Not detected MNormal
Sanfilippo syndrome C HGSMAT | Not detected Mormal
Quality Gantrol Sanfilippo syndrome D GNS Mot detected Mormal
Morquio syndrome A GALNS Mot detected MNormal
Pass | Pass | Pass Morquio syndrome B GLEL Mot detected MNormal
Test Result Maroteaux-Lamy syndrome ARSB Mot detected Mormal
Pathogenic mutations associated with Glycogen storage disease Ib was detected. Sly syndrome GUSE Not detected Normal
Copper metabolic disorder | Wilson's disease ATP7B Not detected MNormal
Glycogen storage disease [a GEPC Not detected Mormal
[Comment] ]
A pathogenic mutation known to be associated with Glycogen storage disease Ib was detected in Glycogen storage disease [b SLC37A4 | Mot detected Normal
the 5L_C3?M gerle_ ) ) ) ) Glycogen storage disease [T AGL Not detected Normal
Genetic counseling and confirmation tests are required for accurated diagnosis.
And a mutation known to be associated with Pompe’s disease and Glycogen storage disease VII Glycogen Storage Diseases | Glycogen storage disease IV GBE1 Not detected Normal
were detected in the GAA and PFKM gene.
Pompe's disease and Glycogen storage disease VI is an autosomal recessive disorder. A carrier of Glycogen storage disease V PYGM Mot detected MNarmal
the recessive disorder usually have no d!sease—relatedlsymptqms (asymptomatic) or may appear Glycogen storage disease \T PvaL Not detected Narmal
very mild even when present. However, in the future, if the client meets a spouse with the same
mutation and gives birth, there is a 25% chance of having a baby with the disease. Therefore, we Glycogen storage disease VI PEKM Mot detected Mormal
recommend a genetic test for a spouse or a baby in the future. This is a screening test for genetic
metabolic disorders. Genetic counseling and confirmation tests are required for accurate diagnosis. 23 o N Medical Dactor  : M.D., Ph.D. :
Genetic Testing Laborakory: No. 23 - . - % S
° SR Sics Co-dae. Genetic Ressareh Labarstony: Na, 7 Analysis afficer  Hj Hu PHD /7
Laboratory officer : M) Oh PH.D -xm?dw

13 Medical : ‘
Doct : MO, PhD. .}
T —— Genetic Testing Laboratary: Mo, 23 m o _ B % Z
° GrRISS Cotie. Genatie Ressarch Labaratony: Na, 7 Analysis officer - Hj Hu PHD /7
Laboratory officer : MJ Oh PH.D .txm?ww
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3. MUP peweHns



01 LabGscan™ FRAXA MUP Ha6bop

I lNpeaHasHavyeHMe UCNoONb30BaHUS
The LabGscan™ FRAXA TUP Habop npeacrtaBndeT cobov AMarHOCTUYECKUA TecT in vitro,
OCHOBaHHbIM Ha TexHonoruu MNUP, gna amnnudukaumm n obHapyxeHus nostopoB CGG B 5'-
HeTpaHcnupyemon obnactn (5-UTR) rena FMR1 (Fragile X mental retardation 1). Habop
nomMoraeT OMarHoCTMpoBaTb CUHOPOM JIOMKOW X-XPOMOCOMbI N ApYyrne OTKITIOHEHUA CBA3aHHbIE C
CUHOPOMOM FTIOMKOW X-XPOMOCOMbI, Takne Kak nepBuyHagd HeOCTaTOYHOCTb
anyHukoB(FXPOI),accoummnpoBaHHass € NoMKoOM  X-XpOMOCOMOM U cMHOpPOM  Tpemopa/
aTakcun(FXTAS), accoummnpoBaHHbIA C JTOMKOM X-XPOMOCOMOWN, N NOAEHTUPULMPOBATL HOCUTESEN
Ans CMHOPOMa NTOMKOW X- XpaMOCOMBblI.

I O6bsAAcCHeHune
CuHAOpOM Xpynkon X-XpoOMOCOMbI ABMnsieTcs Hanbornee pacrnpocTpaHEHHOM HacneaCcTBEHHON
NPUYNHON YMCTBEHHOW OTCTANOCTU C npeanonaraemomn pacnpocTtpaHeHHocTbto oT 1 k 4000-6000
MY>KYMH.
- (naBHbIM 06pa3oM BbI3BaHO DONbLLUMM POCTOM («MOMNHas MyTauusi») B noBTopHoM TpakTe CGG B
reHe 5-UTR, pacnosio’keHHOM B X-XpOMOCOME.
- My>k4MHbI ¢ 0BMNBbHLIM POCTOM MyTaUUU MMEKOT CUMNTOMbI JTOMKOW X-XPOMOCOMBbI.
- JKeHLWKUHbI ¢ 0BUNBbHBIM POCTOM MyTauMn MOTYT UMETb UK HE UMETb CUMMTOM U MOTYT ObITb
cnerka 3aTpOHYThI.
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02 LabGscan™ FRAXA MUP Ha6op

I MpuHUuMn

OcHoBbIBaeTcA Ha TPOMHOM NoBTOpHOM npanmupoBaHum MNMLUP(TP-PCR)

FMR1
Forward
Primer

—

[elcicleiciciaiciciaicicloiciclaiciciaiciclaicicioiciciacicaiciclaicicsicicacicaicicleicicscicacicoiciclecicocic)

CGG primers

™~
FMR1
Reverse Primer

PCR@

Gene specific full-length product

——

CGG ladders (CGG repeat primed products)

CE analysis@

4110

6110 8110 10110

CGG ladder
peaks

3c00
20001

10001

Gene specific
full-length
product peak

. IIf ‘H“! | ”l '

“ | \'" H” ” :‘l" i 1‘\' N U110 "
.}|Il|'.< Ili..ln.; -l'uln‘l.- !-;.|-|.|ln.’l|..a| LB -.‘.I:.l‘.lll‘lllxlll.lll.'ll... .'llnw»f-hl.';‘..{ll’lll['.IIIJ.IJ-':‘SY\'\‘.':I‘A‘:\\“-‘W
A AR AAMSBAMAMAAM AN AL

Female 29/>200 CGG heterozygous

Gene specific

full-length
product peak

CGG ladder peaks

-

© LabGenomics



03 NUP pelueHus

I O630p npouenypobl
Bbixoa Ha pa3BuBaloOLWMECS PbIHKU C
KOHKYPEeHTOCNOCOOGHOM LLeHOWN N YAOOHbLIM

UHTepcencom

OkcTtpakuma OHK 13 knnHndeckmnx
MoaroToska obpasua 06pa3sLoB (LenbHas KPOBb M T.M.)

- Uenesas amnnudukaums
- MpubnnantensHo 5.5 yacos

- OnpegeneHne pa3amepoB aMnIMKOHOB,
3axsat CE NCNOJb3ys FTEHETUYECKUIN aHanm3aTop
- MpunbnusntensHo 1.5 yaos

- NpeobpasosaHme 6a3oBbIX Nap 4o
PesynbTar konuyectsa nostopeHun CGG
- MpnbnuantensHo 0.5 yaca
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04 NUP peweHus

I XpaHeHue 1 obpalleHne

- Heobxoanmo xpaHuUTb peareHTbl B MOPO3UIbHOM KaMmepe 6e3 obpa3oBaHNs MHESI B TEMHOTE Mpu
TemnepaType oT -15 no -25 °C.

- PeareHTbl coxpaHsoT paboyne xapakTepPUCTUKM B TEYEHNE CPOKA FOLHOCTU, YKa3aHHOIO Ha 3TUKETKE, Npu
XpaHeHUN B yKa3aHHbIX YCNOBUSIX.

- N'aberante NnoBTOPHOro oTTanBaHus N 3amep3aHuns. Ecnun Bbl cobnpaeTecb 3aMOPO3UTbL-Pa3MOpPO3nNTb
peareHTbl bonee 3-x pas, paCCMOTPUTE BO3MOXHOCTb ariMKBOTUPOBAHUS peareHToB, YTOObl MUHUMN3NPOBATL
KOSINYECTBO LIMKIIOB 3aMOpaXnBaHNa-OTTanBaHuS.

- Dante peareHTam (Kpome nosiumepasHon CMecn) pa3mMopo3nTLCS NPU KOMHATHOW TemnepaType nepes,
aHanu3som.

- beICTpo NepemelwanTe Bce peareHTbl NOCe pasMopaxnuBaHUda 1 MNOKPYTUTE B pasHble CTOPOHbI BCe
peareHTbl, 4TOObl cObpaTh XNOKOCTb CO AHAa ¢dakoHOB.

- BbinonHWTe NOAroToBKY aHanM3a npu KOMHaTHoOW TemnepaTtype (NpubnmantenbHbin ananasoH 18-25 C).

- NomecTtute cmeck npanmepa FMR1, cmecbk nonnumepasbl 1 ROX 1000-pasmepa Ha neg Bo Bpemsi paboumnx
3Tanos.

© LabGenomics



O5 nNUP peweHue

I MNMUP HaGopbl

Bbixoa Ha pa3BuBaroLwmecs pbIHKM C KOHKYPEHTOCNOCOOHOM LIeHOW U YyAOOHbIM UHTepcencom

o /HdeKkunoHHble 3aboneBaHuns °

Uenoseyeckne reHeTuyeckme 3aboneBaHus

- LabGun HPV
Mepenava nHdekumnn

Traf3neRbIM NyTeM

Jlomkasa X-xpomocoma

3apaxeHue
MOCKUTaMM

- LabGun Dengue
- LabGun rtZika

- LabGscan FRAXA
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4. NMpodeccmoHanbHble KIMHMUYECKne naboparopum
MeANLMHCKON ANArHOCTUKMW



01 KnuHuuyeckas nabopaTopusi meamumHckon auarHoctukn B LabGenomics

ABTOMaTM4ecKkoe
obopynoBaHue u
NHOPMaLMOHHbIE CUCTEMbI
-ABTOMaTMyeckoe obopyaoBaHme

A115 BbINOSTHEHUS U3SMEPEHUN B
KpaT4yaniume Cpoku

- BbICTPLIV 1 NpaBUbHbIN
OTYeT Y Bac Ha pykax

-YpobHas n adpdekTuBHas
LIS u cnHxpoHnsmnpoBaHHas
cuctema

NpodreccmoHanbHbIN
ncrnegoBaTernbCKUmn
nepcoHar

- Co3paH npodeccopamu
ANAroHOCTUKMN MELMULMHCKUMMN
ueHTpammn Asan n Samsung

-ccnepoBaTenbckas u
TexXHomornyeckas Komanaa
cobpaHa 13 nepcoHana locnuTans
Ceynbckoro HaumoHanbHoro
YHusepcuteta n KAIST

YcuneHHoe
JoMHaHCcMpoBaHueE B
nccnegoBaHua U passuTue

- PasButune HoBbIX
AnarHoCTn4eckmnx metogos
- Passutne u npon3BoacTBO
HOBbIX MPOAYKTOB
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02 R&D Mpodeccuonansi(Ph.D)/R&D Mpodeccnonansi(MD)

Uma  YdeHas cteneHb [ucumnnuHa LUkona MpodreccnoHanbHbIN ONbIT O6nactb uccnepoBaHUmn
DY Cho Ph. D Molecular Biology KAIST KRIBB MDx, NGS

KAIST Natural Science Institute

i Molecular Biol i
IK Shin Ph. D clecuiar=iology KAIST Daewoong Pharma., ISUabgis 25 (BN
MJ Oh Biological Seoul Natl  seoul Nat'l Univ. Research Institute
Sl Science Univ. Nat'l Institute of agriculture NGS R&D
G t G ; LG Research Park L .
HJ Hu Ph.D Soc?e%izr Sta?e()ﬁrl\?v. Integrated Research Center for Genome Bio-informatics R&D
Polymorphism
Molecular KRIBB A6 :
SJ Noh Ph. D Biology KAIST NIH/NIDDK, Insilicogen Bio-informatics R&D
DH Jang Ph. D Molecular Korea Korea Centers for Disease MDx, PCR Kit
Biology Univ. Control & Prevention

SH Lee Ph. D Blo lntemizies usT KRIBB Bio-informatics R&D
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03 AkkpeguToBaHHaA nabopartopus

CeptuduumnposaHa Kopeiickoii Accoumaueii FapaHTum KauectBa KAMHUYECKUX abopartopuii,
MonyyeHne TOYHOCTU OLLEHKM YPOBHA A Kopeiickum O6bveauHeHnem JlabopatopHoit MeauumHbl n Kopeiickum O6wectsom Matonoros

REETH
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T e
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L= Kerean Institute of Genetic Testing Evaluation
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1ren e = oyt Chet el ot 5 mean |9 qvuraaiseduns 5
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3apy6erKHble cepTUdUKaTbl KOHTPONA KayecTBa
MepBoe ogo0bpeHMe TecTMpoBaHNA 0BLIMPHOro paka/pak Kposu/peakux Yuyactue B nporpammax no KOHTPOIO KayecTBa MeXXAyHapoaHOo
3aboneBaHuii Ha ocHoBe NGS B Kopee aKKpeAuTOBaHHbIX IabopaTopuii (CAP, ISO 13485, CE Certificate)

The University OLLEGE of AMERICAN
PATHOLOGISTS
[20 4% mue ¥ e 5 | Immi
congratul) Presented to The College of American Pathologists recagnizes
eél .
2L12Y (23018) LS °E] | ical
s
| ! Cﬁﬂ Labgenomics
1) Cancer Predisposition, level | S‘ 72160-31-01
2) Rare Disease, Retinitis Pigmentosa V2. .
3) Rare Dissese, Congenitsl Hearing Loss V2. e, -«
Education Programs.

For participating in the

S INEernation] ..usoensoio e
w5 1 e e BUEAANSAAAYNSY | 5) Awe Diseass, Polycystickiiny Disease V2. -
el (41355709) 6) SolidTumor, Level |
|7 solldTumer, Level | The International HLA DNA Exchan
8 CancerScan V2. of Class | and Class I alleles for Immij
o provides quality control reference, T Cotdr A ECOME
10) HamaScan A= L?\_ /{ 4 Chief, Newborn Screening and Molecul

Andrea Alvarez, SRA David Gjertsy
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5. dTarfloHHas LeHa Ha ycnyru



1) NepcoHanbHble reHOMHbIE YCNYIU

LleHa ycayr
LleHa 3a TecT

ToBap Llena Cat #

MomGuard Standard 160 13990

MomGuard Lite 150 13998

MomGuard Premium Single 210 13996

MomGuard Premium Twin 230 13997

BRCA1l/2 350 13399
GenoPAC CD 175.5 13899/13898

GenoPAC Lite 50 13487

IMS 80

BRCA1l/2 310 13399

EnfantGuard 250 13974

Cancerdcast 420 13895

Apyrue ueHbl

MpoaykTr

LleHa 3a ToBap

1 Habop ans cbopa Le4Horo maska

55

2 besonacHas ynakoska

6.0

3 Ha6op ans c6opa n 6e3onacHas ynakoBka

11.0 (co ckugkon)
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2) PCR Habopbl (QuarHocTn4yeckme Hadbopbl)

LleHa Ha Habop

MpoaykT meguumHckoii | Kart.Ne / EguHuua LleHa uUsD
AUArHOCTUKU 50rxn 100rxn | 3aTect 50rxn 100rxn
Dengue DG9001A | DG9001B 7 300 600
LabGun -
™ HPV Real-time| HP9008A | HP9008B 7 450 900
Z -
IKAReal- | o 90104 | Zkoo10B | 10 450 900
time
LabGScan Avellino AV9201A | AVv9201B 10 450 900
™ FRAXA FX9202A | FX9202B 15 600 1200

*OEM BO3MOXeH AnA Hawunx notpedutenen (Te KTo xenaet npeacrtaBnAaATb OpeHa cammn)
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Cnacu6o 3a BHUMaHue!

Contact

LabGenomics Co., Ltd

Philip Kim

Email: kyh@labgenomics.com
Phone: +82-31-628-0726

Website: http://www.labgenomics.co.kr/eng
Location: 4F PDC Building ( Bldg C ). Pangyoro 242, Bundang, Seongnam, 13487 South Korea
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